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SEQUENCE LISTING 



■tllO> Murasugi, Akira 
Asami , Yukio 
Kido, Isao 
Kumai, Hideshi 

;120:- High Level Secretory Expression System of Intact MK Family Protein 

■;130> SPO-112 

■:150> JP 11/84583 
■;151:- 1999-03-26 

<150> JP 10/2 36 621 
<151> 1998-08-10 

<160> 9 

<170> Patentln version 3.0 

<210> 1 
<211> 562 
<212> DNA 
<213> Human 
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2 SPO-112 

<400> 1 

atgcagcacc gaggcttcct cctcctcacc ctcctcgccc tgctggcgct cacctccgcg 60 

gtcgccaaaa agaaagataa ggtgaagaag ggcggcccgg ggagcgagtg cgctgagtgg 120 

gcctgggggc cctgcacccc cagcagcaag gattgcggcg tgggtttccg cgagggcacc 180 

tgcggggccc agacccagcg catccggtgc agggtgccct gcaactggaa gaaggagttt 240 

ggagccgact gcaagtacaa gtttgagaac tggggtgcgt gtgatggggg cacaggcacc 300 

aaagtccgcc aaggcaccct gaagaaggcg cgctacaatg ctcagtgcca ggagaccatc 360 

cgcgtcacca agccctgcac ccccaagacc aaagcaaagg ccaaagccaa gaaagggaag 420 

ggaaaggact agacgccaag cctggatgcc aaggagcccc tggtgtcaca tggggcctgg 480 

cccacgccct ccctctccca ggcccgagat gtgacccacc agtgccttct gtctgctcgt 540 

tagctttaat caatcatgcc cc 562 

<210> 2 
<211> 143 
<212> PRT 
<213> Human 



<400> 2 

Met Gin His Arg Gly Phe Leu Leu Leu Thr Leu Leu Ala Leu Leu Ala 

15 10 15 

Leu Thr Ser Ala Val Ala Lys Lys Lys Asp Lys Val Lys Lys Gly Gly 

20 25 30 

Pro Gly Ser Glu Cys Ala Glu Trp Ala Trp Gly Pro Cys Thr Pro Ser 

35 40 45 

Ser Lys Asp Cys Gly Val Gly Phe Arg Glu Gly Thr Cys Gly Ala Gin 

50 55 60 
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3 



S PO - 1 1 2 



Thr Gin Arg He Arg Cys Arg Val Pro Cys Asn Trp Lys Lys Glu Phe 
65 70 75 80 



Gly Ala Asp Cys Lys Tyr Lys Phe Glu Asn Trp Gly Ala Cys Asp Gly 
85 90 95 



Gly Thr Gly Thr Lys Val Arg Gin Gly Thr Leu Lys Lys Ala Arg Tyr 
100 105 110 



Asn Ala Gin Cys Gin Glu Thr lie Arg Val Thr Lys Pro Cys Thr Pro 
115 120 125 



Lys Thr Lys Ala Lys Ala Lys Ala Lys Lys Gly Lys Gly Lys Asp 
130 135 140 



<210> 3 

<211> 48 

<212> DNA 

<213> Human 

<400> 3 

gcgcccgaat tcaaaaagaa agataaggtg aagaagggcg gcccgggg 48 

<210> 4 

<211> 46 

<212> DNA 

<213> Human 



<400> 



4 



gcgcccgaat tcttagtcct ttcccttccc tttcttggct ttggcc 



46 



<210> 



5 



<211> 



60 



<2 12 > 



DNA 



G : \SHARE\Sequences\seq -lists\SPO 112. wpd/DNB/la 



4 



SPO - 112 



•:213> Human 



-:400> 5 

gcgcccctcg agaaaagaga ggctgaagct aaaaagaaag ataaggtgaa gaagggcggc 60 

■:^10> 6 

<;211> 5 07 

• :212> DNA 

<213> Human 



<400> 6 

atgcaggctc aacagtacca gcagcagcgt cgaaaatttg cagctgcctt cttggcattc 60 

attttcatac tggcagctgt ggatactgct gaagcaggga agaaagagaa accagaaaaa 120 

aaagtgaaga agtctgactg tggagaatgg cagtggagtg tgtgtgtgcc caccagtgga 180 

gactgtgggc tgggcacacg ggagggcact cggactggag ctgagtgcaa gcaaaccatg 240 

aagacccaga gatgtaagat cccctgcaac tggaagaagc aatttggcgc ggagtgcaaa 3 00 

taccagttcc aggcctgggg agaatgtgac ctgaacacag ccctgaagac cagaactgga 360 

agtctgaagc gagccctgca caatgccgaa tgccagaaga ctgtcaccat ctccaagccc 420 

tgtggcaaac tgaccaagcc caaacctcaa gcagaatcta agaagaagaa aaaggaaggc 480 

aagaaacagg agaagatgct ggattaa 507 

< 2 1 0 > 7 

<211> 168 

<212> PRT 

<213> Human 



<400> 7 
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Met Gin Ala Gin Gin Tyr Gin Gin Gin Arg Arg Lys Phe Ala Ala Ala 
15 10 15 

Phe Leu Ala Phe He Phe He Leu Ala Ala Val Asp Thr Ala Glu Ala 

20 25 30 

Gly Lys Lys Glu Lys Pro Glu Lys Lys Val Lys Lys Ser Asp Cys Gly 
3 5 4 0 4 5 

Glu Trp Gin Trp Ser Val Cys Val Pro Thr Ser Gly Asp Cys Gly Leu 
5 0 5 5 6 0 

Gly Thr Arg Glu Gly Thr Arg Thr Gly Ala Glu Cys Lys Gin Thr Met 
65 70 75 80 

Lys Thr Gin Arg Cys Lys He Pro Cys Asn Trp Lys Lys Gin Phe Gly 
85 90 95 

Ala Glu Cys Lys Tyr Gin Phe Gin Ala Trp Gly Glu Cys Asp Leu Asn 
100 105 110 

Thr Ala Leu Lys Thr Arg Thr Gly Ser Leu Lys Arg Ala Leu His Asn 
115 x 120 12 5 

Ala Glu Cys Gin Lys Thr Val Thr He Ser Lys Pro Cys Gly Lys Leu 
130 135 140 

Thr Lys Pro Lys Pro Gin Ala Glu Ser Lys Lys Lys Lys Lys Glu Gly 
145 150 155 160 

Lys Lys Gin Glu Lys Met Leu Asp 
165 

<210> 8 
<211> 48 
<212> DNA 
<213> Human 



<400> 8 

gcgcccctcg agaaaagagg gaagaaagag aaaccagaaa aaaaagtg 48 



<210> 9 
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6 SPO-112 

<211> 42 
• :212:> DNA 
<:213> Human 

<:400:- 9 

gcgcccgaat tcttaatcca gcatcttctc ctgtttcttg cc 42 



G : \ SHARE \ Sequences \ seq - lists\SPO - 112 . wpd/DNB/la 



